
CAPS genotypes of major cultivars of Japan for citrus cultivar identification manual : 26 CAPS marker genotypes of 46 cultivars and selections. 
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1 ʻMiyagawa-waseʼ x (Satsuma mandarin) Citrus unshiu  Marc. bb bb ab bb bb ab ab ab ab bb aa bb bb bb aa aa ab ab ab aa ab aa ab ab aa ab
2 ʻDuncanʼ grapefruit w (Grapefruit) C. paradisi  Macf. ab bb aa aa aa bb aa aa ab ab aa ab ab aa ab aa aa bb aa ab ab ab ab bb ab aa
3 ʻTrovitaʼ orange v (Sweet orange) C. sinensis  (L.) Osbeck ab ab aa ab aa ab aa ab ab ab ab ab ab ab ab aa ab bb aa ab ab ab ab bb ab aa
4 ʻLisbonʼ lemon u （Lemon） C. limon (L.) Burm. f. abc aa aa aa ab bb aa abc ab bb aa ab aa aa aa aa ab bb aa bb ab aa ab ab ac ab
5 ʻShiranuhiʼ ʻKiyomiʼ × ʻNakano 3 gouʼ ponkan ab aa aa ab aa ab aa ab ab ab ab bb bb ab aa ab bb ab aa ab ab ab ab bb ab bb
6 Iyo t C. iyo  hort. ex Tanaka ab ab ab ab ab bb bb bb bb ab aa ab bb bb ab aa ab bb aa aa ab ab ab ab aa ab
7 ʻKawanoʼ natsudaidai s (Natsuaidai) C. natsudaidai  Hayata ab bb aa ab ab bb ab ab ab bb aa ab ab ab ab aa ab bb ab ab ab aa ab ab ab aa
8 Hassaku r C. hassaku  hort. ex Tanaka ab bb ab aa aa bb ab ab ab bb aa ab ab ab ab aa ab bb ab ab ab aa bb ab ab ab
9 ʻOhtaʼ ponkan q (Ponkan) C. reticulata  Blanco ab ab ab bb aa ab ab bb bb ab aa bb bb bb aa ab bb bb aa ab bb ab aa bb aa ab
10 ʻRinokaʼ ʻLisbonʼ lemon × ʻHyuganatsuʼ ac ab aa aa bb ab aa bc ab bb aa ab aa bb aa aa ab bb ab bb aa aa bb aa ac aa
11 ʻMihayaʼ ʻTsunonozomiʼ × ʻNo.1408ʼ bb ab aa ab aa bb aa ab ab ab aa ab bb bb aa aa bb ab aa aa aa bb ab bb aa ab
12 ʻAsumiʼ ʻOkitsu 46 gouʼ × ʻHarumiʼ aa ab ab bb aa ab aa ab ab bb aa bb ab ab aa ab ab bb aa ab bb bb ab ab ab ab
13 ʻAsukiʼ ʻOkitsu 46 gouʼ × ʻHarumiʼ ab ab ab bb aa ab aa ab ab bb bb bb ab ab aa aa bb bb ab ab ab ab ab ab aa ab
14 ʻReikouʼ Unknown × ʻMurcottʼ bb ab aa ab ab ab aa ab ab bb aa bb ab bb aa aa bb ab aa ab bb ab ab bb aa ab
15 ʻTsunokagayakiʼ ʻKyOw No.14ʼ × ʻEncoreʼ ab ab aa ab ab ab ab ab ab bb aa bb bb bb bb aa bb bb aa bb aa bb ab aa aa ab
16 ʻSeinannohikariʼ ʻEnOw No.21ʼ × ʻYoukouʼ bb ab ab bb ab ab ab ab ab bb aa bb bb bb aa ab bb bb ab aa ab bb ab ab ab bb
17 ʻTsunonozomiʼ ʻKiyomiʼ × ʻEncoreʼ ab aa aa ab aa bb aa ab ab bb aa bb bb bb aa aa bb ab aa ab ab bb ab ab ab aa
18 ʻHaruhiʼ ʻOkitsu 46 gouʼ × ʻAwa-orangeʼ ab ab ab ab ab ab aa ab aa ab aa ab ab ab aa aa ab ab aa aa bb aa ab ab ab aa
19 ʻKiyomiʼ  ʻMiyagawa-waseʼ x × ʻTrovitaʼ orange ab ab aa ab ab ab aa ab ab bb ab bb bb ab ab aa ab ab aa ab ab ab bb ab ab ab
20 ʻSetokaʼ ʻKyEn No.4ʼ × ʻMurcottʼ ab ab aa ab aa bb aa aa ab bb aa bb bb bb ab aa bb ab aa ab aa bb bb bb ab bb
21 ʻHarumiʼ ʻKiyomiʼ × Ponkan ʻF-2432ʼ aa ab aa ab ab ab aa ab ab bb ab bb bb bb aa ab bb bb aa ab bb bb ab bb ab ab
22 ʻHarehimeʼ ʻE-647ʼ × ʻMiyagawa-waseʼ ab ab ab ab ab ab aa ab bb bb aa ab bb ab aa aa ab ab ab aa ab ab bb ab ab ab
23 ʻKanpeiʼ ʻNishinokaoriʼ × Ponkan ab ab aa bb aa bb ab ab ab bb aa ab ab ab aa ab bb bb aa ab ab ab aa ab aa bb
24 ʻEhime-kashi 28 gouʼ (Benimadonna p) ʻNankouʼ × ʻAmakusaʼ ab aa aa ab aa aa aa ab ab ab aa aa bb ab ab aa ab bb ab ab ab ab ab bb aa aa
25 ʻKuchinotsu 52 gouʼ ʻTsunokagayakiʼ × ʻAriakeʼ bb aa aa bb ab bb bb ab aa ab aa ab bb bb ab aa ab bb aa ab ab bb ab ab aa aa
26 Original tree of Satsuma mandarin x C. unshiu  Marc. bb bb ab bb bb ab ab ab ab bb aa bb bb bb aa aa ab ab ab aa ab aa ab ab aa ab
27 ʻIkeda-unshuʼ x (Satsuma mandarin) C. unshiu  Marc. bb bb ab bb bb ab ab ab ab bb aa bb bb bb aa aa ab ab ab aa ab aa ab ab aa ab
28 ʻYamada-unshuʼ x (Satsuma mandarin) C. unshiu  Marc. bb bb ab bb bb ab ab ab ab bb aa bb bb bb aa aa ab ab ab aa ab aa ab ab aa ab
29 ʻAoshima-unshuʼ x (Satsuma mandarin) C. unshiu  Marc. bb bb ab bb bb ab ab ab ab bb aa bb bb bb aa aa ab ab ab aa ab aa ab ab aa ab
30 ʻMarshʼ grapefruit w (Grapefruit) C. paradisi  Macf. ab bb aa aa aa bb aa aa ab ab aa ab ab aa ab aa aa bb aa ab ab ab ab bb ab aa
31 ʻStar Rubbyʼ grapefruit w (Grapefruit) C. paradisi  Macf. ab bb aa aa aa bb aa aa ab ab aa ab ab aa ab aa aa bb aa ab ab ab ab bb ab aa
32 ʻRed Blushʼ grapefruit w (Grapefruit) C. paradisi  Macf. ab bb aa aa aa bb aa aa ab ab aa ab ab aa ab aa aa bb aa ab ab ab ab bb ab aa
33 ʻValenciaʼ orange v (Sweet orange) C. sinensis  (L.) Osbeck ab ab aa ab aa ab aa ab ab ab ab ab ab ab ab aa ab bb aa ab ab ab ab bb ab aa
34 ʻWashington navelʼ orange v (Sweet orange) C. sinensis  (L.) Osbeck ab ab aa ab aa ab aa ab ab ab ab ab ab ab ab aa ab bb aa ab ab ab ab bb ab aa
35 ʻHamlin nucellarʼ orange v (Sweet orange) C. sinensis  (L.) Osbeck ab ab aa ab aa ab aa ab ab ab ab ab ab ab ab aa ab bb aa ab ab ab ab bb ab aa
36 ʻMoro nucellar 58-8D-1ʼ orange v (Sweet orange) C. sinensis  (L.) Osbeck ab ab aa ab aa ab aa ab ab ab ab ab ab ab ab aa ab bb aa ab ab ab ab bb ab aa
37 ʻMiyauchiʼ iyo t (Iyo) C. iyo  hort. ex Tanaka ab ab ab ab ab bb bb bb bb ab aa ab bb bb ab aa ab bb aa aa ab ab ab ab aa ab
38 ʻOhtaniʼ iyo t (Iyo) C. iyo  hort. ex Tanaka ab ab ab ab ab bb bb bb bb ab aa ab bb bb ab aa ab bb aa aa ab ab ab ab aa ab
39 ʻBeni-amanatsuʼ s (Natsudaidai) C. natsudaidai  Hayata ab bb aa ab ab bb ab ab ab bb aa ab ab ab ab aa ab bb ab ab ab aa ab ab ab aa
40 ʻSuruga elegantʼ s (Natsudaidai) C. natsudaidai  Hayata ab bb aa ab ab bb ab ab ab bb aa ab ab ab ab aa ab bb ab ab ab aa ab ab ab aa
41 ʻNomabeniʼ hassaku r (Hassaku) C. hassaku  hort. ex Tanaka ab bb ab aa aa bb ab ab ab bb aa ab ab ab ab aa ab bb ab ab ab aa bb ab ab ab
42 ʻYoshidaʼ ponkan q (Ponkan) C. reticulata  Blanco ab ab ab bb aa ab ab bb bb ab aa bb bb bb aa ab bb bb aa ab bb ab aa bb aa ab
43 Ponkan ʻF2428ʼ q (Ponkan) C. reticulata  Blanco ab ab ab bb aa ab ab bb bb ab aa bb bb bb aa ab bb bb aa ab bb ab aa bb aa ab
44 ʻNakano 3 gouʼ ponkan q (Ponkan) C. reticulata  Blanco ab ab ab bb aa ab ab bb bb ab aa bb bb bb aa ab bb bb aa ab bb ab aa bb aa ab
45 ʻAllen Eurekaʼ lemon u (Lemon) C. limon (L.) Burm. f. abc aa aa aa ab bb aa abc ab bb aa ab aa aa aa aa ab bb aa bb ab aa ab ab ac ab
46 ʻVillafrancaʼ lemon u (Lemon) C. limon (L.) Burm. f. abc aa aa aa ab bb aa abc ab bb aa ab aa aa aa aa ab bb aa bb ab aa ab ab ac ab

z Bf0036 and  Bf0026-2 are located at same locus but PCR primer is redesigned in Bf0036-2. Bf0036-2/Msp1-F CAGGTTTCTTTGTTAGCATATTGCC: Bf0036-2/Msp1-R CTGTGTGGATCAAATGGTTCGT: The size 650bp
y Tanaka's system is used for scientific name.
x ʻMiyagawa-waseʼ (1), ʻIkeda-unshuʼ (27), ʻYamada-unshuʼ (28) and  ʻAoshima-unshuʼ (29) are mutants of original tree of satsuma mandarin (26). ʻMiyagawa-waseʼ (1) is  used in the analysis as representatives of mutants of satsuma mandarin. Set1: Gn0073,Tf0420,Tf0293,Mf0097,AI0302 (Scaffold 2, 3, 3, 4, 9 respectively)
w ʻDuncanʼ grapefruit (2), ʻMarshʼ grapefruit (30), ʻStar Rubbyʼ grapefruit (31)  and ʻRed Blushʼ  grapefruit (32) are mutants of grapefruit. ʻDuncanʼ grapefruit (2) is  used in the analysis as representatives of mutants of grapefruit. Set2: Gn0073,Tf0293,Mf0097,Tf0326,AI0302 (Scaffold 2, 3, 4, 7, 9 respectively)
v ʻTrovitaʼ (3), ʻValenciaʼ (33), ʻWashington navelʼ (34), ʻHamlin nucellarʼ (35) and ʻMoro nucellar 58-8D-1ʼ (36) are mutants of sweet orange. ʻTrovitaʼ (3) orange is  used in the analysis as representatives of mutants of sweet orange. Set3: Tf0420,Tf0293,Tf0318,Mf0090,AI0302 (Scaffold 3, 3, 4, 7, 9 respectively)
u ʻLisbonʼ lemon (4), ʻAllen Eurekaʼ lemon (45) and ʻVillafrancaʼ lemon (46) are mutants of lemon. ʻLisbonʼ lemon (4) is  used in the analysis as representatives of mutants of lemon. Set4: Tf0420,Tf0293,Tf0318,Tf0150,AI0302 (Scaffold 3, 3, 4, 8, 9 respectively)
t ʻMiyauchiʼ iyo (37) and  ʻOhtaniʼ iyo (38) are mutants of iyo.  Common iyo (6)  is  used in the analysis as representatives of mutants of iyo. Set5: Tf0420,Tf0293,Mf0097,Tf0386,AI0302 (Scaffold 3, 3, 4, 6, 9 respectively)
s ʻKawanoʼ natsudaidai (7), ʻBeni-amanatsuʼ (39) and ʻSuruga elegantʼ (40)  are mutants of natsudaidai. ʻKawanoʼ natsudaidai (7) is  used in the analysis as representatives of mutants of natsudaidai. Set6: Tf0420,Tf0293,Mf0097,Tf0326,AI0302 (Scaffold 3, 3, 4, 7, 9 respectively)
r ʻNomabeni' hassaku (41) is mutants of hassaku. Common hassaku (8)  is  used in the analysis as representatives of mutants of hassaku. Set7: Tf0420,Tf0293,Mf0097,Mf0090,AI0302 (Scaffold 3, 3, 5, 6, 9 respectively)
q ʻOhtaʼ ponkan (9), ʻYoshidaʼ ponkan (42), ponkan ʻF-2432ʼ (43) and ʻNakano3gouʼ ponkan (44) are mutants of ponkan. ʻOhtaʼ ponkan (9) is  used in the analysis as representatives of mutants of ponkan. Set8: Tf0420,Tf0293,If0208,Tf0386,AI0302 (Scaffold 3, 3, 5, 6, 9 respectively)
p ʻBenimadonna' (24) is the registered trademark of Ehime prefectural headquarters, National federation of agricultural cooperative associations. Set9: Tf0420,Tf0293,Mf0090,Cp1031,AI0302 (Scaffold 3, 3, 7, 9, 9 respectively)
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Nine subsets that consist of five CAPS markers are able to discriminate among independent 25 accessions (1-25). The result was detected by MinimalMarker
software (http://www.naro.affrc.go.jp/english/fruit/minimal_marker/index.html )


